

SUPPLEMENTARY FIGURES
	

1. The LC-HRMS Spectra 
· VVINADAK
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2. 
Amino acid table


	Full name
	3 letters code
	1 letter code
	Monoisotopic mass

	Glycine
	Gly
	G
	57.02146

	Alanine
	Ala
	A
	71.03711

	Serine
	Ser
	S
	87.03203

	Proline
	Pro
	P
	97.05276

	Valine
	Val
	V
	99.06841

	Threonine
	Thr
	T
	101.04768

	Cysteine
	Cys
	C
	103.00918

	Isoleucine
	Ile
	I
	113.08404

	Leucine
	Leu
	L
	113.08404

	Asparagine
	Asn
	N
	114.04293

	Aspartic Acid
	Asp
	D
	115.02694

	Glutamine
	Gln
	Q
	128.05858

	Lysine
	Lys
	K
	128.09496

	Glutamic acid
	Glu
	E
	129.04259

	Methionine
	Met
	M
	131.04048

	Histidine
	His
	H
	137.05891

	Phenylalanine
	Phe
	F
	147.06841

	Arginine
	Arg
	R
	156.10111

	Tyrosine
	Tyr
	Y
	163.06333

	Tryptophan
	Trp
	W
	186.07931




3. The reading sequences from the master protein (RCSB) data bank
	Sequences
	Master Protein (RCSB)

	α-subunit
SIITKSIVNADAEARYLSPGELDRIKSFVLSGQRRLRIAQILTDNRELIVKQGGQQLFQKRPDVVSPGGNAYGEEMTATCLRDLDYYLRLVTYGIVAGDVTPIEEIGLVGVKEMYNSLGTPISGVAEGVRSM
KNVACSLLAGEDSAEAGFYFDYTLGAMQ

β-subunit
MQDAITSVINAADVQGRYLDDNSLDKLRGYFQTGELRVRASATIAANAATIIKDSVAKALLYSDITRPGGNMYTTRRYAACIRDLDYYLRYATYGMLAGDPSILDERVLNGLKETYNSLGVPIGATIQAVQAMKEVTSSLVGPDAGKEMGVYFDYICSGLS

	5TJF

	MSIVTKSIVN ADAEARYLSP GELDRIKSFV LSGQRRLRIA QILTDNRERI VKQAGQQLFQ QRPDIVSPGG NAYGEEMTAT CLRDLDYYLR LVTYGVVAGD
	M2WWX8

	PSILDERVLN GLKETYNSLG VPIGATIQAI QAMKEVTSSL VGTDAGKEMG LYFDYICSGL
	A0A1Z1M1P5
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     190123_PakTri_1.raw  #1271  RT: 7.4306 min

     FTMS, 523.2655@hcd27.00, z=+2, Mono m/z=523.26550 Da, MH+=1045.52373 Da, Match Tol.=0.02 Da
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     190123_PakTri_1.raw  #1511  RT: 8.7599 min

     FTMS, 632.3224@hcd27.00, z=+2, Mono m/z=632.32275 Da, MH+=1263.63823 Da, Match Tol.=0.02 Da
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     190123_PakTri_1.raw  #1632  RT: 9.3458 min

     FTMS, 353.8235@hcd27.00, z=+3, Mono m/z=353.82333 Da, MH+=1059.45545 Da, Match Tol.=0.02 Da
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     190123_PakTri_1.raw  #1784  RT: 10.1505 min

     FTMS, 297.1335@hcd27.00, z=+3, Mono m/z=297.13348 Da, MH+=889.38590 Da, Match Tol.=0.02 Da


image7.emf
253.11685

440.17743

353.12561

363.15692

341.10968

227.09039

514.20453

505.19424

141.06511

187.07054

103.03896

376.64578

543.21411

111.04384

513.70337 391.66837

504.69611

426.18222

542.71472

449.18246

147.06435

542.21674

86.09644

b₂⁺

129.05396

200 400 600 800 1000 1200

m/z

0

10

20

30

40

50

60

I

n

t

e

n

s

i

t

y

 

[

c

o

u

n

t

s

]

 

(

1

0

^

3

)

     190123_PakTri_1.raw  #2211  RT: 12.3903 min

     FTMS, 399.5067@hcd27.00, z=+3, Mono m/z=399.50677 Da, MH+=1196.50577 Da, Match Tol.=0.02 Da
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     190123_PakTri_1.raw  #947  RT: 5.3871 min

     FTMS, 415.2406@hcd27.00, z=+2, Mono m/z=415.24051 Da, MH+=829.47374 Da, Match Tol.=0.02 Da
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     190123_PakTri_1.raw  #899  RT: 5.0669 min

     FTMS, 482.2514@hcd27.00, z=+2, Mono m/z=482.25131 Da, MH+=963.49535 Da, Match Tol.=0.02 Da


